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Akkermansia
Alistipes
Anaerostipes
Anaerotruncus
Bacteroides
Barnesiella
Bifidobacterium
Bilophila
Blautia
Butyricicoccus
Butyricimonas
Cerasicoccus

Clostridium_IV

Clostridium_sensu_stricto

Clostridium_XIVa

Clostridium_XIVb

Clostridium_XVIII
Collinsella
Coprobacter
Coprococcus
Desulfovibrio
Dialister

Dorea
Eggerthella

Eisenbergiella

EscherichiaShigella

Faecalibacterium
Faecalicoccus
Faecalitalea
Flavonifractor
Fusicatenibacter

Gemmiger

Holdemanella
Intestinibacter
Intestinimonas
Lactobacillus
Lactococcus
Methanobrevibacter
Mogibacterium
Odoribacter
Olsenella
Oscillibacter
Parabacteroides
Paraprevotella
Parasutterella
Phascolarctobacterium
Prevotella

Pseudoflavonifractor

Romboutsia
Roseburia
Ruminococcus
Ruminococcus2
Senegalimassilia
Slackia
Sporobacter
Streptococcus
Sutterella
Terrisporobacter
Turicibacter
Veillonella
Victivallis

Z_Remainder



